The gene for complete congenital stationary night blindness (CSNB1) has been assigned to the Xpll.3 region. However, little evidence has been provided for the assignment of the incomplete congenital stationary night blindness gene (CSNB2). Here we present the clinical and molecular data from a CSNB2 family which show a key recombinant assigning the CSNB2 gene proximal to MAOB.
Congenital stationary night blindness is a nonprogressive disturbance of night vision which occurs in an autosomal dominant, autosomal recessive, and X linked fashion. In contrast with the autosomal forms, the X linked form of CSNB 
Results

CLINICAL ASSESSMENT
Three patients (III.2, III.5, IV.1) showed a biphasic dark adaptation curve with a raised threshold of 1 or 2 log units ( fig 1) . The biphasic dark adaptation curve is characteristic of incomplete congenital stationary night blindness compared to the complete form in which a monophasic adaptation curve can be observed.
The single bright flash ERG in these patients showed a normal a wave and a reduced b wave (fig 2) . The ratio of b wave to a wave was below 10, indicating a electronegative ERG. Oscillatory potentials were detectable, although abnormal in shape. The rod ERG showed a reduced, but detectable b wave. The b wave of the cone ERG was markedly depressed as were the responses to the 30Hz flicker (fig 2) . The ERG and dark adaptation curve for patient III.1, who was examined previously, showed a reduction in the amplitude of the cone responses, and the presence of some residual rod response (not shown). All patients were myopic with a range from-3 -5 up to -16 dioptres, and their best corrected visual acuity was between 0 1 and 0 3. Colour vision examination showed a super-mild redgreen colour deficiency.
DNA ANALYSIS
The CSNB2 family was studied with 11 DNA markers from proximal Xp and Xq, six of which yielded informative results (fig 3) . Close linkage without recombination was found between CSNB2 and M271 (Zmax = 1-48) and both CA repeat polymorphisms corresponding to the DXS426 and ALAS2 loci (Zmax= 1 20). The segregation patterns of dys-Il and MAOB show that male patient III.2 is recombinant for these loci, while DXS426, DXS255, and ALAS2 fully cosegregate with CSNB2 ( fig  3) . Thus, these data suggest that CSNB2 is localised proximal to the MAOB locus. DXS7, DXS14, DXS453, DXYS1X, and TIMP yielded uninformative results (not shown 
